According to World Health Organization (WHO), lower respiratory tract infections are the third most common cause of death worldwide. These infections are mainly caused by multidrugresistant (MDR) bacteria. Between 8 -28% of patients receiving mechanical ventilation are affected by ventilator associated pneumonia (VAP).
INTRODUCTION
Pneumonia is defined as inflammation and consolidation of lung tissue due to an infectious agent (Marrie, 1994; Jadavji et al., 1997). The clinical symptoms and signs of pneumonia are nonspecific and variable (Jadavji et al., 1997, Tan et al., 1998). Hospital-acquired pneumonia (HAP) is the second most common nosocomial infection after urinary tract infections. HAP is defined as pneumonia that occurs 48 hours or more after admission to hospital, which was not found at the time of admission (Niederman, 1996; Tablan . In mechanically ventilated patients, local host defences are further reduced by the presence of an endotracheal tube which limits the effectiveness of the cough and produces mucociliary dysfunction. If the mucociliary clearance is slowed, respiratory tract mucus traps bacteria, which proliferate instead of being removed, leading to colonization and infection (Levine and Niederman, 1991) .
In developed countries, the concept HAP is well established,while in developing countries, the data are extremely sparse (Allegranzi et al., 2001). The pattern of pathogens causing HAP is characteristically different from that causing communityacquired pneumonia (CAP), with greater representation of Gram-negative bacteria such as Klebsiella pneumoniae and Pseudomonas aeruginosa and greater prevalence of multiple antibiotic resistance ( Murphy et al., 1994; Iregbu and Anwaal, 2001) .
The aim of current study was to characterize bacteria causing ventilator associated pneumonia in ICU in local area (Zagazig, Sharkia, Egypt) and to determine antimicrobial susceptibility status of bacteria isolated. In order to guide therapeutic options and to help in developing strategies to avoid spread of antimicrobial resistance .
MATERIALS and METHODS Bacteria isolation and identification
A total of one hundred and fifty three clinical sputum specimens were collected from ventilator associated pneumonia patients of intensive care unit of Zagazig University Hospital over the period from January 2014 to April 2014 and from March 2015 to July2015 .The clinical samples were collected aseptically as endo-tracheal aspirates from ventilator associated pneumonia patients and transported to the microbiology laboratory. The specimens were cultured on nutrient agar, blood agar, Mac-Conkey agar and mannitol salt agar and incubated for 24 hours at 37°C. Isolated bacteria were identified using Gram staining and cultural characteristics and biochemical tests (Collee et al., 1996) All Staphylococcus spp demonstrated resistance to ceftraixone, cefotaxime and methicillin and sensitivity to linezolid (Table 6) . Sixteen isolates (53%) were MDR and six isolates (21.4%) were XDR ( Table 7) . Table ( Regarding resistance profiles our results noted that the most common causative organisms are mostly multi drug resistant (MDR) pathogens and non MDR pathogens are less likely as a cause. These was in agreement with Loscalzo et al. (2011) .
The present study showed that gram negative bacteria had high resistance to many groups of antimicrobials as penicillins, cephalosporins and quinolones (50 to 100%). In agreement with this, Ashour and ElSharif (2009) reported high resistance to many groups of antibiotics in Egypt.
All Gram negative isolated pathogens had high resistance to cefotaxime, ceftazidime and ceftriaxone. These results suggest a high prevalence of extended spectrum B lactamase producing strains. Similar results were found by Mukhopadhya et al. (2010) as all the enterobacterial isolates in their study were ESBL producing.
All A. baumanii isolates were MDR while thirty one (91.2%) isolates were XDR. A study of Varun et al. (2012) reported that Acinetobacter baumannii isolates (100%) were multidrug resistant (MDR) that is, resistant to three or more class of antibiotics .The high rates of antimicrobial resistance identified in the present study is similar to that of Daef and Elsherbiny (2012). They reported gram negative bacteria with high resistance (50 to 100%) to many groups of antimicrobials, as penicillins, cephalosporins, quinolones and aminoglycosides.
Resistance of gram positive organisms to macrolides (azithromycin and erythromycin) was 50 to 100%. In conclusion VAP is a common and serious hospital acquired infection. For better management of VAP, our study recommends that periodic epidemiological investigation of the most encountered pathogens causing VAP and antimicrobial susceptibility test should be performed before antimicrobial therapy to help choosing the appropriate antibiotics and avoid emergence of MDR strains. 
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